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WHAT IS CLAIMED IS: 

1. An isolated polypeptide comprising an amino acid sequence selected from the group 
consisting of: 

(a) a mature form of an amino acid sequence selected from the group 

10 consisting of SEQ ID NO:2, 4, 6, 8, 10, 12, 14, 16, 18, 41, 43, 45, 47, 49, 51, 53, 55 and 

57; 

(b) a variant of a mature form of an amino acid sequence selected from the 
group consisting of SEQ ID NO:2, 4, 6, 8, 10, 12, 14, 16, 18, 41, 43, 45, 47, 49, 51, 53, 
55 and 57 wherein one or more amino acid residues in said variant differs from the amino 

15 acid sequence of said mature form, provided that said variant differs in no more than 15% 

of the amino acid residues from the amino acid sequence of said mature form; 

(c) an amino acid sequence selected from the group consisting of SEQ ID 
NO:2, 4, 6, 8, 10, 12, 14, 16, 18, 41, 43, 45, 47, 49, 51, 53, 55 and 57; and 

(d) a variant of an amino acid sequence selected from the group consisting of 
20 SEQ ID NO:2, 4, 6, 8, 10, 12, 14, 16, 18, 41, 43, 45, 47, 49, 51, 53, 55 and 57 wherein 

one or more amino acid residues in said variant differs from the amino acid sequence of 
said mature form, provided that said variant differs in no more than 15% of amino acid 
residues from said amino acid sequence. 

2 The polypeptide of claim 1, wherein said polypeptide comprises the amino acid sequence 
25 of a naturally-occurring allelic variant of an amino acid sequence selected from the group 

consisting of SEQ ID NO:2, 4, 6, 8, 10, 12, 14, 16, 18, 41, 43, 45, 47, 49, 51, 53, 55 and 
57. 

3. The polypeptide of claim 2, wherein said allelic variant comprises an amino acid 

sequence that is the translation of a nucleic acid sequence differing by a single nucleotide 
30 from a nucleic acid sequence selected from the group consisting of SEQ ID NO: 1, 3, 5, 7, 

9, 11, 13, 15, 17,40,42,44, 46, 48, 50, 52, 54 and 56. 
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The polypeptide of claim 1, wherein the amino acid sequence of said variant comprises a 
conservative amino acid substitution. 

An isolated nucleic acid molecule comprising a nucleic acid sequence encoding a 
polypeptide comprising an amino acid sequence selected from the group consisting of: 

(a) a mature form of an amino acid sequence selected from the group consisting of 
SEQ ID NO:2, 4, 6, 8, 10, 12, 14, 16, 18, 41, 43, 45, 47, 49, 51, 53, 55 and 57; 

(b) a variant of a mature form of an amino acid sequence selected from the group 
consisting of SEQ ID NO: 2, 4, 6, 8, 10, 12, 14, 16, 18, 41, 43, 45, 47, 49, 51, 53, 55 and 
57 wherein one or more amino acid residues in said variant differs from the amino acid 
sequence of said mature form, provided that said variant differs in no more than 15% of 
the amino acid residues from the amino acid sequence of said mature form; 

(c) an amino acid sequence selected from the group consisting of SEQ ID NO:2, 
4, 6, 8, 10, 12, 14, 16, 18, 41, 43, 45, 47, 49, 51, 53, 55 and 57; 

(d) a variant of an amino acid sequence selected from the group consisting of SEQ 
ID NO:2, 4, 6, 8, 10, 12, 14, 16, 18, 41, 43, 45, 47, 49, 51, 53, 55 and 57 wherein one or 
more amino acid residues in said variant differs from the amino acid sequence of said 
mature form, provided that said variant differs in no more than 15% of amino acid 
residues from said amino acid sequence; 

(e) a nucleic acid fragment encoding at least a portion of a polypeptide 
comprising an amino acid sequence chosen from the group consisting of SEQ ID NO:2, 
4, 6, 8, 10, 12, 14, 16, 18, 41, 43, 45, 47, 49, 51, 53, 55 and 57 or a variant of said 
polypeptide, wherein one or more amino acid residues in said variant differs from the 
amino acid sequence of said mature form, provided that said variant differs in no more 
than 15% of amino acid residues from said amino acid sequence; and 

(f) a nucleic acid molecule comprising the complement of (a), (b), (c), (d) or (e). 

The nucleic acid molecule of claim 5, wherein the nucleic acid molecule comprises the 
nucleotide sequence of a naturally-occurring allelic nucleic acid variant. 

The nucleic acid molecule of claim 5, wherein the nucleic acid molecule encodes a 
polypeptide comprising the amino acid sequence of a naturally-occurring polypeptide 
variant. 
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8. 



The nucleic acid molecule of claim 5, wherein the nucleic acid molecule differs by a 
single nucleotide from a nucleic acid sequence selected from the group consisting of SEQ 
ID NO:l, 3, 5, 7, 9, 1 1, 13, 15, 17, 40, 42, 44, 46, 48, 50, 52, 54 and 56. 



9. The nucleic acid molecule of claim 5, wherein said nucleic acid molecule comprises a 
5 nucleotide sequence selected from the group consisting of 

(a) a nucleotide sequence selected from the group consisting of SEQ ED NO:l, 3, 
5, 7, 9, 1 1, 13, 15, 17, 40, 42, 44, 46, 48, 50, 52, 54 and 56; 

(b) a nucleotide sequence differing by one or more nucleotides from a nucleotide 
sequence selected from the group consisting of SEQ ID NO:l, 3, 5, 7, 9, 1 1, 13, 15, 17, 

10 40, 42, 44, 46, 48, 50, 52, 54 and 56 provided that no more than 20% of the nucleotides 

differ from said nucleotide sequence; 

(c) a nucleic acid fragment of (a); and 

(d) a nucleic acid fragment of (b). 

10. The nucleic acid molecule of claim 5, wherein said nucleic acid molecule hybridizes 

15 under stringent conditions to a nucleotide sequence chosen from the group consisting of 

SEQ ID NO: 1,3, 5, 7, 9, 11, 13, 15, 17, 40, 42, 44,46, 48, 50, 52, 54 and 56 or a 
complement of said nucleotide sequence. 

11. The nucleic acid molecule of claim 5, wherein the nucleic acid molecule comprises a 
nucleotide sequence selected from the group consisting of 

20 (a) a first nucleotide sequence comprising a coding sequence differing by one or 

more nucleotide sequences from a coding sequence encoding said amino acid sequence, 
provided that no more than 20% of the nucleotides in the coding sequence in said first 
nucleotide sequence differ from said coding sequence; 

(b) an isolated second polynucleotide that is a complement of the first 
25 polynucleotide; and 

(c) a nucleic acid fragment of (a) or (b). 

12. A vector comprising the nucleic acid molecule of claim 1 1 . 

13. The vector of claim 12, further comprising a promoter operably-linked to said nucleic 
acid molecule. 

30 14. A cell comprising the vector of claim 12. 
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15. 



An antibody that immunospecifically-binds to the polypeptide of claim 1. 



16. The antibody of claim 15, wherein said antibody is a monoclonal antibody. 

17. The antibody of claim 15, wherein the antibody is a humanized antibody. 

18. A method for determining the presence or amount of the polypeptide of claim 1 in a 
5 sample, the method comprising: 

(a) providing the sample; 

(b) contacting the sample with an antibody that binds immunospecifically to 
the polypeptide; and 

(c) determining the presence or amount of antibody bound to said 
10 polypeptide, 

thereby determining the presence or amount of polypeptide in said sample. 

19. A method for determining the presence or amount of the nucleic acid molecule of claim 5 
in a sample, the method comprising: 

(a) providing the sample; 
15 (b) contacting the sample with a probe that binds to said nucleic acid 

molecule; and 

(c) determining the presence or amount of the probe bound to said nucleic 
acid molecule, 

thereby determining the presence or amount of the nucleic acid molecule in said 

20 sample. 

20. A method of identifying an agent that binds to a polypeptide of claim 1, the method 
comprising: 

(a) contacting said polypeptide with said agent; and 

(b) determining whether said agent binds to said polypeptide. 

25 21 . A method for identifying an agent that modulates the expression or activity of the 
polypeptide of claim 1, the method comprising: 

(a) providing a cell expressing said polypeptide; 

(b) contacting the cell with said agent; and 

(c) determining whether the agent modulates expression or activity of said 
30 polypeptide, 
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whereby an alteration in expression or activity of said peptide indicates said agent 
modulates expression or activity of said polypeptide. 

A method for modulating the activity of the polypeptide of claim 1, the method 
comprising contacting a cell sample expressing the polypeptide of said claim with a 
compound that binds to said polypeptide in an amount sufficient to modulate the activity 
of the polypeptide. 
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23. A method of treating or preventing a SECP-associated disorder, said method comprising 
administering to a subject in which such treatment or prevention is desired the 
polypeptide of claim 1 in an amount sufficient to treat or prevent said SECP-associated 
disorder in said subject. 

5 24. The method of claim 23, wherein said subject is a human. 

25. A method of treating or preventing a SECP-associated disorder, said method comprising 
administering to a subject in which such treatment or prevention is desired the nucleic 
acid of claim 5 in an amount sufficient to treat or prevent said SECP-associated disorder 
in said subject. 

10 26. The method of claim 25, wherein said subject is a human. 

27. A method of treating or preventing a SECP-associated disorder, said method comprising 
administering to a subject in which such treatment or prevention is desired the antibody 
of claim 15 in an amount sufficient to treat or prevent said SECP-associated disorder in 
said subject. 

15 28. The method of claim 15, wherein the subject is a human. 

29. A pharmaceutical composition comprising the polypeptide of claim 1 and a 
pharmaceutically-acceptable carrier. 

30. A pharmaceutical composition comprising the nucleic acid molecule of claim 5 and a 
pharmaceutically-acceptable carrier. 

20 31. A pharmaceutical composition comprising the antibody of claim 15 and a 
pharmaceutically-acceptable carrier. 

32. A kit comprising in one or more containers, the pharmaceutical composition of claim 29. 

33. A kit comprising in one or more containers, the pharmaceutical composition of claim 30. 

34. A kit comprising in one or more containers, the pharmaceutical composition of claim 31. 

25 
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35. The use of a therapeutic in the manufacture of a medicament for treating a syndrome 
associated with a human disease, the disease selected from a SECP-associated disorder, wherein 
said therapeutic is selected from the group consisting of a SECP polypeptide, a SECP nucleic 
acid, and a SECP antibody. 

5 36. A method for screening for a modulator of activity or of latency or predisposition to a 
SECP-associated disorder, said method comprising: 

(a) administering a test compound to a test animal at increased risk for a SECP- 
associated disorder, wherein said test animal recombinantly expresses the polypeptide of claim 1; 

(b) measuring the activity of said polypeptide in said test animal after administering 
10 the compound of step (a); 

(c) comparing the activity of said protein in said test animal with the activity of said 
polypeptide in a control animal not administered said polypeptide, wherein a change in the 
activity of said polypeptide in said test animal relative to said control animal indicates the test 
compound is a modulator of latency of or predisposition to a SECP-associated disorder. 

15 37. The method of claim 36, wherein said test animal is a recombinant test animal that 

expresses a test protein transgene or expresses said transgene under the control of a promoter at 
an increased level relative to a wild-type test animal, and wherein said promoter is not the native 
gene promoter of said transgene. 

38. A method for determining the presence of or predisposition to a disease associated with V 
20 altered levels of the polypeptide of claim 1 in a first mammalian subject, the method comprising: 

(a) measuring the level of expression of the polypeptide in a sample from the first 
mammalian subject; and 

(b) comparing the amount of said polypeptide in the sample of step (a) to the amount 
of the polypeptide present in a control sample from a second mammalian subject known not to 

25 have, or not to be predisposed to, said disease, 

wherein an alteration in the expression level of the polypeptide in the first subject as compared to 
the control sample indicates the presence of or predisposition to said disease. 

39. A method for determining the presence of or predisposition to a disease associated with 
altered levels of the nucleic acid molecule of claim 5 in a first mammalian subject, the method 

30 comprising: 
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(a) measuring the amount of the nucleic acid in a sample from the first mammalian 
subject; and 

(b) comparing the amount of said nucleic acid in the sample of step (a) to the amount 
of the nucleic acid present in a control sample from a second mammalian subject known not to 
have or not be predisposed to, the disease; 

wherein an alteration in the level of the nucleic acid in the first subject as compared to the 
control sample indicates the presence of or predisposition to the disease. 

40. A method of treating a pathological state in a mammal, the method comprising 
administering to the mammal a polypeptide in an amount that is sufficient to alleviate the 
pathological state, wherein the polypeptide is a polypeptide having an amino acid sequence at 
least 95% identical to a polypeptide comprising an amino acid sequence of at least one of SEQ 
ID NO:2, 4, 6, 8, 10, 12, 14, 16, and 18, or a biologically active fragment thereof. 

41 . A method of treating a pathological state in a mammal, the method comprising 
administering to the mammal the antibody of claim 15 in an amount sufficient to alleviate the 
pathological state. 
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POLYPEPTIDES AND POLYNUCLEOTIDES ENCODING SAME 



ABSTRACT 

The invention provides polypeptides, designated herein as SECP polypeptides, as 
well as polynucleotides encoding SECP polypeptides, and antibodies that immunospecifically- 
bind to SECP polypeptide or polynucleotide, or derivatives, variants, mutants, or fragments 
thereof. The invention additionally provides methods in which the SECP polypeptide, 
polynucleotide, and antibody are used in the detection, prevention, and treatment of a broad 
range of pathological states. 
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Drawings 



Figure 15. Nucleotide Sequence for CG106318-01. 



>CG106318-01 4810 nt 

GTCCATGGGGCCGATGTATGGGAGATGAATGTGGTCCCGGAGGCATCCAAACGAGGGCTG 

TGTGGTGTGCTCATGTGGAGGGATGGACTACACTGCATACTAACTGTAAGCAGGCCGAGA 

GACCCAATAACCAGCAGAATTGTTTCAAAGTTTGCGATTGGCACAAAGAGTTGTACGACT 

GGAGACTGGGACCTTGGAATCAGTGTCAGCCCGTGATTTCAAAAAGCCTAGAGAAACCTC 

TTGAGTGCATTAAGGGGGAAGAAGGTATTCAGGTGAGGGAGATAGCGTGCATCCAGAAAG 

ACAAAGACATTCCTGCGGAGGATATCATCTGTGAGTACTTTGAGCCCAAGCCTCTCCTGG 

AGCAGGCTTGCCTCATTCCTTGCCAGCAAGATTGCATCGTGTCTGAATTTTCTGCCTGGT 

CCGAATGCTCCAAGACCTGCGGCAGCGGGCTCCAGCACCGGACGCGTCATGTGGTGGCGC 

CCCCGCAGTTCGGAGGCTCTGGCTGTCCAAACCTGACGGAGTTCCAGGTGTGCCAATCCA 

GTCCATGCGAGGCCGAGGAGCTCAGGTACAGCCTGCATGTGGGGCCCTGGAGCACCTGCT 

CAATGCCCCACTCCCGACAAGTAAGACAAGCAAGGAGACGCGGGAAGAATAAAGAACGGG 

AAAAGGACCGCAGCAAAGGAGTAAAGGATCCAGAAGCCCGCGAGCTTATTAAGAAAAAGA 

GAAACAGAAACAGGCAGAACAGACAAGAGAACAAATATTGGGACATCCAGATTGGATATC 

AGACCAGAGAGGTTATGTGCATTAACAAGACGGGGAAAGCTGCTGATTTAAGCTTTTGCC 

AGCAAGAGAAGCTTCCAATGACCTTCCAGTCCTGTGTGATCACCAAAGAGTGCCAGGTTT 

CCGAGTGGTCAGAGTGGAGCCCCTGCTCAAAAACATGCCATGACATGGTGTCCCCTGCAG 

GCACTCGTGTAAGGACACGAACCATCAGGCAGTTTCCCATTGGCAGTGAAAAGGAGTGTC 

CAGAATTTGAAGAAAAAGAACCCTGTTTGTCTCAAGGAGATGGAGTTGTCCCCTGTGCCA 

CGTATGGCTGGAGAACTACAGAGTGGACTGAGTGCCGTGTGGACCCTTTGCTCAGTCAGC 

AGGACAAGAGGCGCGGCAACCAGACGGCCCTCTGTGGAGGGGGCATCCAGACCCGAGAGG 

TGTACTGCGTGCAGGCCAACGAAAACCTCCTCTCACAATTAAGTACCCACAAGAACAAAG 

AAGCCTCAAAGCCAATGGACTTAAAATTATGCACTGGACCTATCCCTAATACTACACAGC 

TGTGCCACATTCCTTGTCCAACTGAATGTGAAGTTTCACCTTGGTCAGCTTGGGGACCTT 

GTACTTATGAAAACTGTAATGATCAGCAAGGGAAAAAAGGCTTCAAACTGAGGAAGCGGC 

GCATTACCAATGAGCCCACTGGAGGCTCTGGGGTAACCGGAAACTGCCCTCACTTACTGG 

AAGCCATTCCCTGTGAAGAGCCTGCCTGTTATGACTGGAAAGCGGTGAGACTGGGAGACT 

GCGAGCCAGATAACGGAAAGGAGTGTGGTCCAGGCACGCAAGTTCAAGAGGTTGTGTGCA 

TCAACAGTGATGGAGAAGAAGTTGACAGACAGCTGTGCAGAGATGCCATCTTCCCCATCC 

CTGTGGCCTGTGATGCCCCATGCCCGAAAGACTGTGTGCTCAGCACATGGTCTACGTGGT 

CCTCCTGCTCACACACCTGCTCAGGGAAAACGACAGAAGGGAAACAGATACGAGCACGAT 

CCATTCTGGCCTATGCGGGTGAAGAAGGTGGAATTCGCTGTCCAAATAGCAGTGCTTTGC 

AAGAAGTACGAAGCTGTAATGAGCATCCTTGCACAGTGTACCACTGGCAAACTGGTCCCT 

GGGGCCAGTGCATTGAGGACACCTCAGTATCGTCCTTCAAC/VCAACTACGACTTGGAATG 

GGGAGGCCTCCTGCTCTGTCGGCATGCAGACAAGAAAAGTCATCTGTGTGCGAGTCAATG 

TGGGCCAAGTGGGACCCAAAAAATGTCCTGAAAGCCTTCGACCTGAAACTGTAAGGCCTT 

GTCTGCTTCCTTGTAAGAAGGACTGTATTGTGACCCCATATAGTGACTGGACATCATGCC 

CCTCTTCGTGTAAAGAAGGGGACTCCAGTATCAGGAAGCAGTCTAGGCATCGGGTCATCA 

TTCAGCTGCCAGCCAACGGGGGCCGAGACTGCACAGATCCCCTCTATGAAGAGAAGGCCT 

GTGAGGCACCTCAAGCGTGCCAAAGCTACAGGTGGAAGACTCACAAATGGCGCAGATGCC 

AATTAGTCCCTTGGAGCGTGCAACAAGACAGCCCTGGAGCACAGGAAGGCTGTGGGCCTG 

GGCGACAGGCAAGAGCCATTACTTGTCGCAAGCAAGATGGAGGACAGGCTGGAATCCATG 

AGTGCCTACAGTATGCAGGCCCTGTGCCAGCCCTTACCCAGGCCTGCCAGATCCCCTGCC 

AGGATGACTGTCAATTGACCAGCTGGTCCAAGTTTTCTTCATGCAATGGAGACTGTGGTG 

CAGTTAGGACCAGAAAGCGCACTCTTGTTGGAAAAAGTAAAAAGAAGGAAAAATGTAAAA 

ATTCCCATTTGTATCCCCTGATTGAGACTCAGTATTGTCCTTGTGACAAATATAATGCAC 

AACCTGTGGGGAACTGGTCAGACTGTATTTTACCAGAGGGAAAAGTGGAAGTGTTGCTGG 

GAATGAAAGTACAAGGAGACATCAAGGAATGCGGACAAGGATATCGTTACCAAGCAATGG 

CATGCTACGATCAAAATGGCAGGCTTGTGGAAACATCTAGATGTAACAGCCATGGTTACA 

TTGAGGAGGCCTGCATCATCCCCTGCCCCTCAGACTGCAAGCTCAGTGAGTGGTCCAACT 

GGTCGCGCTGCAGCAAGTCCTGTGGGAGTGGTGTGAAGGTTCGTTCTAAATGGCTGCGTG 

AAAAACCATATAATGGAGGAAGGCCTTGCCCCAAACTGGACCATGTCAACCAGGCACAGG 

TGTATGAGGTTGTCCCATGCCACAGTGACTGCAACCAGTACCTATGGGTCACAGAGCCCT 

GGAGCATCTGCAAGGTGACCTTTGTGAATATGCGGGAGAACTGTGGAGAGGGCGTGCAAA 

CCCGAAAAGTGAGATGCATGCAGAATACAGCAGATGGCCCTTCTGAACATGTAGAGGATT 

ACCTCTGTGACCCAGAAGAGATGCCCCTGGGCTCTAGAGTGTGCAAATTACCATGCCCTG 

AGGACTGTGTGATATCTGAATGGGGTCCATGGACCCAATGTGTTTTGCCTTGCAATCAAA 

GCAGTTTCCGGCAAAGGTCAGCTGATCCCATCAGACAACCAGCTGATGAAGGAAGATCTT 

GCCCTAATGCTGTTGAGAAAGAACCCTGTAACCTGAACAAAAACTGCTACCACTATGATT 

ATAATGTAACAGACTGGAGTACATGTCAGCTGAGTGAGAAGGCAGTTTGTGGAAATGGAA 

TAAAAACAAGGATGTTGGATTGTGTTCGAAGTGATGGCAAGTCAGTTGACCTGAAATATT 

GTGAAGCGCTTGGCTTGGAGAAGAACTGGCAGATGAACACGTCCTGCATGGTGGAATGCC 

CTGTGAACTGTCAGCTTTCTGATTGGTCTCCTTGGTCAGAATGTTCTCAAACATGTGGCC 
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TCACAGGAAAAATGATCCGAAGACGAACAGTGACCCAGCCCTTTCAAGGTGATGGAAGAC 

CATGCCCTTCCCTGATGGACCAGTCCAAACCCTGCCCAGTGAAGCCTTGTTATCGGTGGC 

AATATGGCCAGTGGTCTCCATGCCAAGTGCAGGAGGCCCAGTGTGGAGAAGGGACCAGAA 

CAAGGAACATTTCTTGTGTAGTAAGTGATGGGTCAGCTGATGATTTCAGCAAAGTGGTGG 

ATGAGGAATTCTGTGCTGACATTGAACTCATTATAGATGGTAATAAAAATATGGTTCTGG 

AGGAATCCTGCAGCCAGCCTTGCCCAGGTGACTGTTATTTGAAGGACTGGTCTTCCTGGA 

GCCTGTGTCAGCTGACCTGTGTGAATGGTGAGGATCTAGGCTTTGGTGGAATACAGGTCA 

GATCCAGACCGGTGATTATACAAGAACTAGAGAATCAGCATCTGTGCCCAGAGCAGATGT 

TAGAAACAAAATCATGTTATGATGGACAGTGCTATGAATATAAATGGATGGCCAGTGCTT 

GGAAGGGCTCTTCCCGAACAGTGTGGTGTCAAAGGTCAGATGGTATAAATGTAACAGGGG 

GCTGCTTGGTGATGAGCCAGCCTGATGCCGACAGGTCTTGTAACCCACCGTGTAGTCAAC 

CCCACTCGTACTGTAGCGAGACAAAAACATGCCATTGTGAAGAAGGGTACACTGAAGTCA 

TGTCTTCTAACAGCACCCTTGAGCAATGCACACTTATCCCCGTGGTGGTATTACCCACCA 

TGGAGGACAAAAGAGGAGATGTGAAAACCAGTCGGGCTGTACATCCAACCCAACCCTCCA 

GTAACCCAGCAGGACGGGGAAGGACCTGGTTTCTACAGCCATTTGGGCCAGATGGGAGAC 

TAMGACCTGGGTTTACGGTGTAGCAGCTGGGGCATTTGTGTTACTCATCTTTATTGTCT 

CCATGATTTATCTAGCTTGCAAAAAGCCAAAGAAACCCCAAAGAAGGCAAA ACAAC CGAC 

TGAAACCTTTAACCTTAGCCTATGATGGAGATGCCGACATGTAACATATAACTTTTCCTG 

GCAACAACCA (SEQ ID NO: 40) 



Protein Sequence for CG1 0631 8-01 ORF Start: 18 0RFStop: 4782 Frame: 3 



Protein Sequence: 
>CG1 0631 8-01 -prot 1588 aa 

MGDECGPGGIQTRAVWCAHVEGWTTLHTNCKQAERPNNQQNCFKVCDWHKELYDWRLGPW 

NQCQPVISKSLEKPLECIKGEEGIQVREIACIQKDKDIPAEDIICEYFEPKPLLEQACLI 

PCQQDCIVSEFSAWSECSKTCGSGLQHRTRHVVAPPQFGGSGCPNLTEFQVCQSSPCEAE 

ELRYSLHVGPWSTCSMPHSRQVRQARRRGKNKEREKDRSKGVKDPEARELIKKKRNRNRQ 

NRQENKYWDIQIGYQTREVMCINKTGKAADLSFCQQEKLPMTFQSCViTKECQVSEWSEW 

SPCSKTCHDMVSPAGTRVRTRTIRQFPIGSEKECPEFEEKEPCLSQGDGWPCATYGWRT 

TEWTECRVDPLLSQQDKRRGNQTALCGGGIQTREVYCVQANENLLSQLSTHKNKEASKPM 

DLKLCTGPIPNTTQLCHIPCPTECEVSPWSAWGPCTYENCNDQQGKKGFKLRKRRITNEP 

TGGSGVTGNCPHLLEAIPCEEPACYDWKAVRLGDCEPDNGKECGPGTQVQEVVCINSDGE 

EVDRQLCRDAIFPIPVACDAPCPKDCVLSTWSTWSSCSHTCSGKTTEGK QIRAR SILAYA 

GEEGGIRCPNSSALQEVRSCNEHPCWYHWQTGPWGQCIEDTSVSSFNTTTTWNGEASCS 

VGMQTRKVICVRVNVGQVGPKKCPESLRPETVRPCLLPCKKDCIVTPYSDWTSCPSSCKE 

GDSSIRKQSRHRVIIQLPANGGRDCTDPLYEEKACEAPQACQSYRWKTHKWRRCQLVPWS 

VQQDSPGAQEGCGPGRQARAITCRKQDGGQAGIHECLQYAGPVPALTQACQIPCQDDCQL 

TSWSKFSSCNGDCGAVRTRKRTLVGKSKKKEKCKNSHLYPLIETQYCPCDKYNAQPVGNW 

SDCILPEGKVEVLLGMKVQGDIKECGQGYRYQAMACYDQNGRLVETSRCNSHGYIEEACI 

IPCPSDCKLSEWSNWSRCSKSCGSGVKVRSKWLREKPYNGGRPCPKLDHVNQAQVYEVVP 

CHSDCNQYLWVTEPWSICKVTFVNMRENCGE3VQTRKVRCMQNTADGPSEHVEDYLCDPE 

EMPLGSRVCKLPCPEDCVISEWGPWTQCVLPCNQSSFRQRSADPIRQPADEGRSCPNAVE 

KEPCNLNKNCYHYDYNVTDWSTCQLSEKAVCGNGIKTRMLDCVRSDGKSVDLKYCEALGL 

EKNWQMNTSCMVECPVNCQLSDWSPWSECSQTCGLTGKMIRRRTVTQPFQGDGRPCPSLM 

DQSKPCPVKPCYRWQYGQWSPCQVQEAQCGEGTRTRNISCWSDGSADDFSKVVDEEFCA 

DIELIIDGNKNMVLEESCSQPCPGDCYLKDWSSWSLCQLTCVNGEDLGFGGIQVRSRPVI 

IGELENQHLCPEQMLETKSCYDGQCYEYKWMASAWKGSSRTVWCQRSDGINVTGGCLVMS 

QPDADRSCNPPCSQPHSYCSETKTCHCEEGYTEVMSSNSTLEQCTLIPVWLPTMEDKRG 

DVKTSRAVHPTQPSSNPAGRGRTWFLQPFGPDGRLKTWVYGVAAGAFVLLIFIVSMIYLA 

CKKPKKPQRRQNNRLKPLTLAYDGDADM (SEQ ID NO: 41) 



Figure 16. Nucleotide and Protein Sequences for CG50817-04. 
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>CG5081 7-04 1447 nt 

GCGGACACCAGTGATGCTCCTGGGACCCTACGCAATCTGCGCCTGCGTCTCATCAGTCGC 

CCCACATGTAACTGTATCTACAACCAGCTGCACCAGCGACACCTGTCCAACCCGGCCCGG 

CCTGGGATGCTATGTGGGGGCCCCCAGCCTGGGGTGCAGGGCCCCTGTCAGGTCTGATAG 

GGAGAAGAGAAGGAGCAGAAGGGGAGGGGCCTAACCCTGGGCTGGGGGTTGGACTCACAG 

GACTGGGGGAAAGAGCTGCAATCAGAGGGTGTCTGCCATAGCTGGGCTCAGGCATCTGTC 

CTTGGCTTTGTTGCCTGGCTCCAGGGAGATTCCGGGGGCCCTGTGCTGTGCCTCGAGCCT 

GACGGACACTGGGTTCAGGCTGGCATCATCAGCTTTGCATCAAGCTGTGCCCAGGAGGAC 

GCTCCTGTGCTGCTGACCAACACAGCTGCTCACAGTTCCTGGCTGCAGGCTCGAGTTCAG 

GGGGCAGCTTTCCTGGCCCAGAGCCCAGAGACCCCGGAGATGAGTGATGAGGACAGCTGT 

GTAGCCTGTGGATCCTTGAGGACAGCAGGTCCCCAGGCAGGAGCACCCTCCCCATGGCCC 

TGGGAGGCCAGGCTGATGCACCAGGGACAGCTGGCCTGTGGCGGAGCCCTGGTGTCAGAG 

GAGGCGGTGCTAACTGCTGCCCACTGCTTCATTGGGCGCCAGGCCCCAGAGGAATGGAGC 

GTAGGGCTGGGGACCAGACCGGAGGAGTGGGGCCTGAAGCAGCTCATCCTGCATGGAGCC 

TACACCCACCCTGAGGGGGGCTACGACATGGCCCTCCTGCTGCTGGCCCAGCCTGTGACA 

CTGGGAGCCAGCCTGCGGCCCCTCTGCCTGCCCTATGCTGACCACCACCTGCCTGATGGG 

GAGCGTGGCTGGGTTCTGGGACGGGCCCGCCCAGGAGCAGGCATCAGCTCCCTCCAGACA 

GTGCCCGTGACCCTCCTGGGGCCTAGGGCCTGCAGCCGGCTGCATGCAGCTCCTGGGGGT 

GATGGCAGCCCTATTCTGCCGGGGATGGTGTGTACCAGTGCTGTGGGTGAGCTGCCCAGC 

TGTGAGGCCAACCAACCAGCTGCTGACAGGGGACCTGGCCATTCTCAGGAACAAGAGAAT 

GCAGGCAGGCAAATGGCATTACTGCCCCTGTCCTCCCCACCCTGTCATGTGTGATTCCAG 

GCACCAGGGCAGGCCCAGAAGCCCAGCAGCTGTGGGAAGGAACCTGCCTGGGGCCACAGG 

TGCCCACTCCCCACCCTGCAGGACAGGGGTGTCTGTGGACACTCCCACACCCAACTCTGC 

TACCAAGCAGGCGTCTCAGCTTTCCTCCTCCTTTACCCTTTCAGATACAATCACGCCAGC 

CACGTTGTTTTG AAAATTTC 1 1 1 1 1 1 I GGGGGGCAGCAGTTTTCC I 1 1 1 1 1 1 AAACTTAA 

ATAAATT (SEQ ID NO:42) 

Protein Sequence for CG50817-04ORF Start: 520 ORF Stop: 1192 Frame: 1 

Protein Sequence: 
>CG50817-04-prot 224 aa 

MSDEDSCVACGSLRTAGPQAGAPSPWPWEARLMHQGQLACGGALVSEEAVLTAAHCFIGR 
QAPEEWSVGLGTRPEEWGLKQULHGAYTHPEGGYDMALLLLAQPVTLGASLRPLCLPYA 
DHHLPDGERGWVLGRARPGAGISSLQTVPVTLLGPRACSRLHAAPGGDGSPILPGMVCTS 
AVGELPSCEANQPAADRGPGHSQEQENAGRQMALLPLSSPPCHV (SEQ ID NO:43) 



Figure 17. Nucleotide and Protein Sequences for CG50817-05. 



. Nucleotide sequence encoding the Peptidase-like protein of the invention. 

>CG50817-05 

CGCTGGGCCTCTGTCCTG ATGCTGCTGAGCTCCCTGGTGTCTCTCGCTGGTTCTGTCTAC 60 
CTGGCCTGGATCCTGTTCTTCGTGCTCTATGATTTCTGCATTGTTTGTATCACCACCTAT 120 
GCTATCAACGTGAGCCTGATGTGGCTCAGTTTCCGGAAGGTCCAAGAACCCCAGGGCCAA 180 
CCCAAGCCTCAGGAGGGCAACACAGTCCCTGGCGAGTGGCCCTGGCAGGCCAGTGTGAGG 240 
AGGCAAGGAGCCCACATCTGCAGCGGCTCCCTGGTGGCAGACACCTGGGTCCTCACTGCT 300 
GCCCACTGCTTTGAAAAGGCAGCAGCAACAGAACTGAATTCCTGCGTGAGGGACTCAGCC 360 
CCTGGGGCCGAAGAGGTGGGGGTGGCTGCCCTGCAGTTGCCCAGGGCCTATAACCACTAC 420 
AGCCAGGGCTCAGACCTGGCCCTGCTGCAGCTCGCCCACCCCACGACCCACACACCCCTC 480 
TGCCTGCCCCAGCCCGCCCATCGCTTCCCCTTTGGAGCCTCCTGCTGGGCCACTGGCTGG 540 
GATCAGGACACCAGTGATGCTCCTGGGACCCTACGCAATCTGCGCCTGCGTCTCATCAGT 600 
CGCCCCACATGTAACTGTATCTACAACCAGCTGCACCAGCGACACCTGTCCAACCCGGCC 660 
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CGGCCTGGGATGCTATGTGGGGGCCCCCAGCCTGGGGTGCAGGGCCCCTGTCAGGGAGAT 720 
TCCGGGGGCCCTGTGCTGTGCCTCGAGCCTGACGGACACTGGGTTCAGGCTGGCATCATC 780 
AGCTTTGCATCAAGCTGTGCCCAGGAGGACGCTCCTGTGCTGCTGACCAACACAGCTGCT 840 
CACAGTTCCTGGCTGCAGGCTCGAGTTCAGGGGGCAGCTTTCCTGGCCCAGAGCCCAGAG 900 
5 ACCCCGGAGATGAGTGATGAGGACAGCTGTGTAGCCTGTGGATCCTTGAGGACAGCAGGT 960 
CCCCAGGCAGGAGCACCCTCCCCATGGCCCTGGGAGGCCAGGCTGATGCACCAGGGACAG 1020 
CTGGCCTGTGGCGGAGCCCTGGTGTCAGAGGAGGCGGTGCTAACTGCTGCCCACTGCTTC 1080 
ATTGGGCGCCAGGCCCCAGAGGAATGGAGCGTAGGGCTGGGGACCAGACCGGAGGAGTGG 1 140 
GGCCTGAAGCAGCTCATCCTGCATGGAGCCTACACCCACCCTGAGGGGGGCTACGACATG 1 200 

10 GCCCTCCTGCTGCTGGCCCAGCCTGTGACACTGGGAGCCAGCCTGCGGCCCCTCTGCCTG 1260 
CCCTATGCTGACCACC ACCTGCCTG ATGGGGAGCGTGGCTGGGTTCTGGG ACGGGCCCGC 1 320 
CCAGGAGCAGGCATCAGCTCCCTCCAGACAGTGCCCGTGACCCTCCTGGGGCCTAGGGCC 1380 
TGCAGCCGGCTGCATGCAGCTCCTGGGGGTGATGGCAGCCCTATTCTGCCGGGG ATGGTG 1 440 
TGTACCAGTGCTGTGGGTG AGCTGCCCAGCTGTGAGGCC AACCAACCAGCTGCTG AC AGG 1 500 

15 GGACCTGGCCATTCTCAGGAACAAGAGAATGCAGGCAGGCAAATGGCATTACTGCCCCTG 1560 
TCCTCCCCACCCTGTCATGTGTG ATTCCAGGC 1 592 

(SEQ ID NO:44) 



Protein sequence encoded by the coding sequence shown above. 

>CG50817-05 

20 MLLSSLVSLAGSVYUVWILFFVLYDFCIVCITTYAINVSLMWLSFRKVQEPQGQPKPQEG 60 

NTVPGEWPWQASVRRQGAHICSGSLVADTWVLTAAHCFEKAAATELNSCVRDSAPGAEEV 120 
GVAALQLPRAYNHYSQGSDLALLQLAHPTTHTPLCLPQPAHRFPFGASCWATGWDQDTSD 1 80 
APGTLRNLRLRLISRPTCNCIYNQLHQRHLSNPARPGMLCGGPQPGVQGPCQGDSGGPVL 240 
CLEPDGHWVQAGIISFASSCAQEDAPVLLTNTAAHSSWLQARVQGAAFLAQSPETPEMSD 300 

25 EDSCVACGSLRTAGPQAGAPSPWPWEARLMHQGQLACGGALVSEEAVLTAAHCFIGRQAP 360 
EEWSVGLGTRPEEWGLKQLILHGAYTHPEGGYDMALLLLAQPVTLGASLRPLCLPYADHH 420 
LPDGERGWVLGRARPGAGISSLQTVPVTLLGPRACSRLHAAPGGDGSPILPGMVCTSAVG 480 
ELPSCEANQPAADRGPGHSQEQENAGRQMALLPLSSPPCHV 521 

(SEQ ID NO:45) 

30 Figure 18. Nucleotide and Protein Sequences for CG50817-06. 



Nucleotide sequence encoding the Peptidase-Iike protein of the invention. 

>CG50817-06 

AGCGACACCTGTCCAACCCGGCCCGGCCTGGG ATGCTATGTGGGGGCCCCCAGCCTGGGG 60 
TGCAGGGCCCCTGTCAGGGAGATTCCGGGGGCCCTGTGCTGTGCCTCGAGCCTGACGGAC 120 

35 ACTGGGTTCAGGCTGGCATCATCAGCTTTGCATCAAGCTGTGCCCAGG AGGACGCTCCTG 1 80 
TGCTGCTGACCAACACAGCTGCTCACAGTTCCTGGCTGCAGGCTCGAGTTCAGGGGGCAG 240 
CTTTCCTGGCCCAGAGCCCAGAGACCCCGGAGATGAGTGATGAGGACAGCTGTGTAGCCT 300 
GTGGATCCTTGAGGACAGCAGGTCCCCAGGCAGGAGCACCCTCCCCATGGCCCTGGGAGG 360 
CCAGGCTGATGCACCAGGGACAGCTGGCCTGTGGCGGAGCCCTGGTGTCAGAGGAGGCGG 420 

40 TGCTAACTGCTGCCCACTGCTTCATTGGGCGCCAGGCCCCAGAGGAATGGAGCGTAGGGC 480 
TGGGGACCAGACCGGAGGAGTGGGGCCTGAAGCAGCTCATCCTGCATGGAGCCTACACCC 540 
ACCCTGAGGGGGGCTACGACATGGCCCTCCTGCTGCTGGCCCAGCCTGTGACACTGGGAG 600 
CCAGCCTGCGGCCCCTCTGCCTGCCCTATGCTGACCACCACCTGCCTGATGGGGAGCGTG 660 
GCTGGGTTCTGGGACGGGCCCGCCCAGGAGCAGGCATCAGCTCCCTCCAGACAGTGCCCG 720 

45 TGACCCTCCTGGGGCCTAGGGCCTGCAGCCGGCTGCATGCAGCTCCTGGGGGTGATGGCA 780 
GCCCTATTCTGCCGGGGATGGTGTGTACCAGTGCTGTGGGTGAGCTGCCCAGCTGTGAGG 840 
CCAACCAACCAGCTGCTGACAGGGGACCTGGCCATTCTCAGGAACAAGAGAATGCAGGCA 900 
GGCAAATGGCATTACTGCCCCTGTCCTCCCCACCCTGTCATGTGTGA TTCCAGGCACCAG 960 
GGCAGGCCCAGAAGCCCAGCAGCTGTGGGAAGGAACCTGCCTGGGGCCACAGGTGCCCAC 1020 

50 TCCCCACCCTGCAGGACAGGGGTGTCTGTGGACACTCCCACACCCAACTCTGCTACCAAG 1080 
CAGGCGTCTCAGCTTTCCTCCTCCTTTACCCTTTCAGATACAATCACGCCAGCCACGTTG 1140 
TTTTGAAAATTTC I Mill I GGGGGGCAGCAGTTTTCC I Mill I AAACTTAAATAAATT 1200 
(SEQ ID NO:46) 

Protein sequence encoded by the coding sequence shown above. 

55 >CG50817-06 

MLCGGPQPGVQGPCQGDSGGPVLCLEPDGHWVQAGIISFASSCAQEDAPVLLTNTAAHSS 60 
WLQARVQGAAFLAQSPETPEMSDEDSCVACGSLRTAGPQAGAPSPWPWEARLMHQGQLAC 120 
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GGALVSEEAVLTAAHCFIGRQAPEEWSVGLGTRPEEWGLKQLILHGAYTHPEGGYDMALL 1 80 
LLAQPVTLGASLRPLCLPYADHHLPDGERGWVLGRARPGAGISSLQTVPVTLLGPRACSR 240 
LHAAPGGDGSPILPGMVCTSAVGELPSCEANQPAADRGPGHSQEQENAGRQMALLPLSSP 300 
PCHV 304 

5 (SEQ ID NO:47) 

Figure 19. Nucleotide and Protein Sequences For CG51099-03. 



Nucleotide sequence encoding the Serine Protease-like protein of the invention. 



>CG51099-03 

10 CGGAGAGACGCAGTCGGCTGCCACCCCGGGA TGGGTCGCTGGTGCCAGACCGTCGCGCGC 
GGGCAGCGCCCCCGGACGTCTGCCCCCTCCCGCGCCGGTGCCCTGCTGCTGCTGCTTCTG 
TTGCTGAGGTCTGCAGGTTGCTGGGGCGCAGGGGAAGCCCCGGGGGCGCTGTCCACTGCT 
GATCCCGCCGACCAGAGCGTCCAGTGTGTCCCCAAGGCCACCTGTCCTTCCAGCCGGCCT 
CGCCTTCTCTGGCAGACCCCGACCACCCAGACACTGCCCTCGACCACCATGGAGACCCAA 
15 TTCCCAGTTTCTGAAGGCAAAGTCGACCCATACCGCTCCTGTGGCTTTTCCTACGAGCAG 
GACCCCACCCTCAGGGACCCAGAAGCCGTGGCTCGGCGGTGGCCCTGGATGGTCAGCGTG 
CGGGCCAATGGCACACACATCTGTGCCGGCACCATCATTGCCTCCCAGTGGGTGCTGACT 
GTGGCCCACTGCCTGATCTGGCGTGATGTTATCTACTCAGTGAGGGTGGGGAGTCCGTGG 
ATTGACCAGATGACGCAGACCGCCTCCGATGTCCCGGTGCTCCAGGTCATCATGCATAGC 
20 AGGTACCGGGCCCAGCGGTTCTGGTCCTGGGTGGGCCAGGCCAACGACATCGGCCTCCTC 
AAGCTCAAGCAGGAACTCAAGTACAGCAATTACGTGCGGCCCATCTGCCTGCCTGGCACG 
GACTATGTGTTGAAGGACCATTCCCGCTGCACTGTGACGGGCTGGGGACTTTCCAAGGCT 
GACGGCATGTGGCCTCAGTTCCGGACCATTCAGGAGAAGGAAGTCATCATCCTGAACAAC 
AAAGAGTGTGACAATTTCTACCACAACTTCACCAAAATCCCCACTCTGGTTCAGATCATC 
25 AAGTCCCAGATGATGTGTGCGGAGGACACCCACAGGGAGAAGTTCTGCTATGAGCTAACT 
GGAGAGCCCTTGGTCTGCTCCATGGAGGGCACGTGGTACCTGGTGGGATTGGTGAGCTGG 
GGTGCAGGCTGCCAGAAGAGCGAGGCCCCACCCATCTACCTACAGGTCTCCTCCTACCAA 
CACTGGATCTGGGACTGCCTCAACGGGCAGGCCCTGGCCCTGCCAGCCCCATCCAGGACC 
CTGCTCCTGGCACTCCCACTGCCCCTCAGCCTCCTTGCTGCCCTCTG ACTCTGTGTGCCC 
30 TCCCTCACTTGTGA 
(SEQ ID NO: 48) 

Protein sequence encoded by the nucleotide sequence shown above. 

>CG51099-03 

MGRWCQTVARGQRPRTSAPSRAGALLLLLLLLRSAGCWGAGEAPGALSTADPADQSVQCV 60 
PKATCPSSRPRLLWQTPTTQTLPSTTMETQFPVSEGKVDPYRSCGFSYEQDPTLRDPEAV 120 
ARRWPWMVSVRANGTHICAGTIIASQWVLTVAHCLIWRDVIYSVRVGSPWIDQMTQTASD 180 
VPVLQVIMHSRYRAQRFWSWVGQANDIGLLKLKQELKYSNYVRPICLPGTDYVLKDHSRC 240 
TVTGWGLSKADGMWPQFRTIQEKEVIILNNKECDNFYHNFTKIPTLVQIIKSQMMCAEDT 300 
HREKFCYELTGEPLVCSMEGTWYLVGLVSWGAGCQKSEAPPIYLQVSSYQHWIWDCLNGQ 360 
ALALPAPSRTLLLALPLPLSLLAAL 385 (SEQ ID NO:49) 



Figure 20. Nucleotide and Protein Sequences For CG57051-04. 



Nucleotide sequence encoding the Angiopoietin-like protein, CG57051-04. 
45 >CG57051-04 

TGCGGATCCTCACACGACTGTGATCCGATTCTTTCCAGCGGCTTCTGCAACCAAGCGGGT 60 
CTTACCCCCGGTCCTCCGCGTCTCCAGTCCTCGCACCTGGAACCCCAACGTCCCCGAGAG 120 
TCCCCGAATCCCCGCTCCCAGGCTACCTAAGAGG ATGAGCGGTGCTCCGACGGCCGGGGC 180 
AGCCCTGATGCTCTGCGCCGCCACCGCCGTGCTACTGAGCGCTAGATCTGGACCCGTGCA 240 
50 GTCCAAGTCGCCGCGCTTTGCGTCCTGGGACGAGATGAATGTCCTGGCGCACGGACTCCT 300 

GCAGCTCGGCCAGGGGCTGCGCGAACACGCGGAGCGCACCCGCAGTCAGCTGAGCGCGCT 360 
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60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1214 



35 
40 



GGAGCGGCGCCTGAGCGCGTGCGGGTCCGCCTGTCAGGGAACCGAGGGGTCCACCGACCT 420 
CCCGTTAGCCCCTGAGAGCCGGGTGGACCCTGAGGTCCTTCACAGCCTGCAGACACAACT 480 
CAAGGCTCAGAACAGCAGGATCCAGCAACTCTTCCACAAGGTGGCCCAGCAGCAGCGGCA 540 
CCTGGAGAAGCAGCACCTGCGAATTCAGCATCTGCAAAGCCAGTTTGGCCTCCTGGACCA 600 
5 CAAGCACCTAGACCATGAGGTGGCCAAGCCTGCCCGAAGAAAGAGGCTGCCCGAGATGGC 660 
CCAGCCAGTTGACCCGGCTCACAATGTCAGCCGCCTGCACCGAGGCTGGTGGTTTGGCAC 720 
CTGCAGCCATTCCAACCTCAACGGCCAGTACTTCCGCTCCATCCCACAGCAGCGGCAGAA 780 
GCTTAAGAAGGGAATCTTCTGGAAGACCTGGCGGGGCCGCTACTACCCGCTGCAGGCCAC 840 
CACCATGTTGATCCAGCCCATGGCAGCAGAGGCAGCCTCCTAG CGTCCTGGCTGGGCCTG 900 
10 GTCCCAGGCCCACGAAAGACGGTGACTCTTGGCTCTG 937 (SEQ ID NO:50) 



Protein sequence encoded by the nucleotide sequence shown above. 



>CG57051-04 

MSG APTAG AALM LC AATAVLLS ARSG PVQSKSP RFASW DEM N VLAHG LLQLGQG LR EH AE 60 
15 RTRSQLSALERRLSACGSACQGTEGSTDLPLAPESRVDPEVLHSLQTQLKAQNSRIQQLF 120 
HKVAQQQRHLEKQHLRIGHLQSQFGLLDHKHLDHEVAKPARRKRLPEMAQPVDPAHNVSR 180 
LHRGWWFGTCSHSNLNGQYFRSIPQQRQKLKKGIFWKTWRGRYYPLQATTMLIQPMAAEA 240 
AS 242 (SEQIDNO:51) 



20 Figure 21. Nucleotide and Protein Sequences For CG57051-05. 



Nucleotide sequence encoding the Angiopoietin-like protein, CG57051-05. 



>CG57051-05 

CTTCGTCTCCAGTCCTCGCACCTGGAACCCCAACGTCCCCGAGAGTCCCCGAATCCCCGC 60 

TCCCAGGCTACCTAAGAGGA TGAGCGGCGCTCCGACGGCCGGGGCAGCCCTGATGCTCTG 120 

25 CGCCGCCACCGCCGTGCTACTGAGCGCTCAGGGCGGACCCGTGCAGTCCAAGTCGCCGCG 180 

CTTTGCGTCCTGGGACGAGATGAATGTCCTGGCGCACGGACTCCTGCAGCTCGGCCAGGG 240 

GCTGCGCGAACACGCGGAGCGCACCCGCAGTCAGCTGAGCGCGCTGGAGCGGCGCCTGAG 300 

CGCGTGCGGGTCCGCCTGTCAGGGAACCGAGGGGTCCACCGACCTCCCGTTAGCCCCTGA 360 

GAGCCGGGTGGACCCTGAGGTCCTTCACAGCCTGCAGACACAACTCAAGGCTCAGAACAG 420 

30 CAGGATCCAGC AACTCTTCC ACAAGGTGGCCCAGCAGCAGCGGCACCTGGAGAAGCAGCA 480 

CCTGCGAATTC AGC ATCTGC AAAGCCAGTTTGGCCTCCTGGACCACAAGC ACCTAGACCA 540 

TG AGGGTGGC AAGCCTGCCCGAAGAAAGAGGCTGCCCGAGATGGCCC AGCCAGTTGACCC 600 

GGCTCACAATGTCAGCCGCCTGCACCATGGAGGCTGGACAGTAATTCAGAGGCGCCACGA 660 

TGGCTC AGTGGACTTCAACCGGCCCTGGGAAGCCTAC AAGGCGGGGTTTGGGGATCCCCA 720 

35 CGGCGAGTTCTGGCTGGGTCTGGAGAAGGTGCATAGCATCATGGGGGACCGCAACAGCCG 780 

CCTGGCCGTGCAGCTGCGGGACTGGGATGGCAACGCCGAGTTGCTGCAGTTCTCCGTGCA 840 

CCTGGGTGGCGAGGACACGGCCTATAGCCTGCAGCTCACTGCACCCGTGGCCGGCCAGCT 900 

GGGCGCCACCACCGTCCCACCCAGCGGCCTCTCCGTACCCTTCTCCACTTGGGACCAGGA 960 

TCACGACCTCCGCAGGGACAAGAACTGCGCCAAGAGCCTCTCTGGAGGCTGGTGGTTTGG 1020 

40 CACCTGCAGCCATTCCAACCTCAACGGCCAGTACTTCCGCTCCATCCCACAGCAGCGGCA 1080 

GAAGCTT AAGAAGGG AATCTTCTGGAAGACCTGGCGGGGCCGCTACTACCCGCTGCAGGC 1140 

C ACC AC C ATGTTG AT CC AGC CC ATGGC AGC AG AGGC AGCC TC CTA GC GTC CTGGC TGGGC 1200 
CTGGTCCCAGGCCCACGAAAGAGGTGACTCTTGGCTCTG 1239 (SEQ ID NO:52) 

Protein sequence for Angiopoietin-like protein, CG57051-05. 

45 

>CG57051-05 

MSGAPTAGAALMLCAATAVLLSAQGGPVQSKSPRFASWDEMNVLAHGLLQLGQGLREHAE 60 

RTRSQLS ALERRLSACGSACQGTEGSTDLPLAPESRVDPEVLHSLQTQLKAQNSRIQQLF 120 

HKVAQQQRHLEKQHLRIQHLQSQFGLLDHKHLDHEGGKPARRKRLPEMAQPVDPAHNVSR 180 

50 LHHGGWTVIQRRHDGSVDFNRPWEAYKAGFGDPHGEFWLGLEKVHSIMGDRNSRLAVQLR 240 

DWDGNAELLQFSVHLGGEDTAYSLQLTAPVAGQLGATTVPPSGLSVPFSTWDQDHDLRRD 300 

KNCAKSLSGGWWFGTCSHSNLNGQYFRSIPQQRQKLKKGIFWKTWRGRYYPLQATTMLIQ 360 
PMAAEAAS 368 (SEQ ID NO: 53) 

Figure 22. Nucleotide and Protein Sequences For CG57051-02. 



55 Nucleotide sequence encoding the Angiopoietin-like protein of the invention. 
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>CG57051_02 

TGCGG ATCC TC AC ACG AC TGTG ATC CG ATTCTTTC C AGCGGC TTC TG C AAC C AAGCGGGT 60 

CTTACCCCCGGTCCTCCGCGTCTCCAGTCCTCGCACCTGGAACCCCAACGTCCCCGAGAG 120 

TCCCCGAATCCCCGCTCCCAGGCTACCTAAGAGGA TGAGCGGTGCTCCGACGGCCGGGGC 180 

AGCCCTG ATGCTCTGCGCCGCCACCGCCGTGCTACTGAGCGCTAGATCTGGACCCGTGCA 240 

GTCCAAGTCGCCGCGCTTTGCGTCCTGGGACGAGATGAATGTCCTGGCGCACGGACTCCT 300 

GCAGCTCGGCCAGGGGCTGCGCGAACACGCGGAGCGCACCCGCAGTCAGCTGAGCGCGCT 360 

GGAGCGGCGCCTGAGCGCGTGCGGGTCCGCCTGTCAGGGAACCGAGGGGTCCACCGACCT 420 

CCCGTTAGCCCCTGAGAGCCGGGTGGACCCTGAGGTCCTTCACAGCCTGCAGACACAACT 480 

CAAGGCTCAGAACAGCAGGATCC AGCAACTCTTCC ACAAGGTGGCCC AGC AGC AGCGGCA 540 

CCTGGAGAAGCAGCACCTGCGAATTCAGCATCTGCAAAGCCAGTTTGGCCTCCTGGACCA 600 

CAAGCACCTAGACCATGAGGTGGCCAAACCTGCCCGAAGAAAGAGGCTGCCCGAG ATGGC 660 

CCAGCCAGTTGACCCGGCTCACAATGTCAGCCGCCTGCACCATGGAGGCTGGACAGTAAT 720 

TCAGAGGCGCCACGATGGCTCAATGGACTTCAACCGGCCCTGGGAAGCCTACAAGGCGGG 780 

GTTTGGGGATCCCCACGGCGAGTTCTGGCTGGGTCTGGAGAAGGTGCATAGCATCACGGG 840 

GGACCGCAACAGCCGCCTGGCCGTGCAGCTGCGGGACTGGGATGGCAACGCCGAGTTGCT 900 

GCAGTTCTCCGTGCACCTGGGTGGCGAGGACACGGCCTATAGCCTGCAGCTCACTGCACC 960 

CGTGGCCGGCCAGCTGGGCGCCACCACCGTCCC ACCC AGCGGCCTCTCCGTACCCTTCTC 1020 

CACTTGGGACCAGGATCACGACCTCCGCAGGGACAAGAACTGCGCCAAGAGCCTCTCTGC 1080 

CCCATCGGTGGCTCAAAGACCTGACCATGTTCCCTCTCCCCTGACCCCGGCAGGAGGCTG 1140 

GTGGTTTGGC ACCTGCAGCC ATTCCAACCTCAACGGCCAGTACTTCCGCTCC ATCCCACA 1200 

GCAGCGGCAGAAGCTTAAGAAGGGAATCTTCTGGAAGACCTGGCGGGGCCGCTACTACCC 12 60 
GCTGCAGGCC ACCACC ATGTTGATCCAGCCC ATGGC AGCAGAGGC AGCCTCCTAG 1315 
(SEQ ID NO: 54) 



Protein sequence for CG5705 1-02. 

>CG57051_02 

MSGAPTAGAALMLCAATAVLLSARSGPVQSKSPRFASWDEMNVLAHGLLQLGQGLREHAE 60 

RTRSQLSALERRLSACGSACQGTEGSTDLPLAPESRVDPEVLHSLQTQLKAQNSRIQQLF 120 

HKVAQQQRHLEKQHLRIQHLQSQFGLLDHKHLDHEVAKPARRKRLPEMAQPVDPAHNVSR 180 

LHHGGWTVIQRRHDGSMDFNRPWEAYKAGFGDPHGEFWLGLEKVHSITGDRNSRLAVQLR 240 

DWDGNAELLQFSVHLGGEDTAYSLQLTAPVAGQLGAT WPPSGLSVPFSTWDQDHDLRRD 300 

KNCAKSLSAPSVAQRPDHVPSPLTPAGGWWFGTCSHSNLNGQYFRSIPQQRQKLKKGIFW 360 
KTWRGRYYPLQATTMLIQPMAAEAAS 386 (SEQ ID NO: 55) 

Figure 23. Nucleotide and Protein Sequences For CG57051-03. 



Nucleotide sequence encoding the Angiopoietin-like protein, CG57051-03. 



>CG57051-03 

CCCCGAGAGTCCCCGAATCCCCGCTCCCAGGCTACCTAAGAGGA TGAGCGGTGCTCCGAC 6 0 

GGCCGGGGC AGCCCTGATGCTCTGCGCCGCC ACCGCCGTGCTACTGAGCGCTCAGGGCGG 120 

ACCCGTGCAGTCCAAGTCGCCGCGCTTTGCGTCCTGGGACGAGATGAATGTCCTGGCGCA 180 

CGGACTCCTGCAGCTCGGCCAGGGGCTGCGCGAACACGCGGAGCGCACCCGCAGTCAGCT 240 

GAGCGCGCTGGAGCGGCGCCTGAGCGCGTGCGGGTCCGCCTGTCAGGGAACCGAGGGGTC 300 

CACCGACCTCCCGTTAGCCCCTGAGAGCCGGGTGGACCCTGAGGTCCTTC ACAGCCTGCA 3 60 

G AC AC AACTC AAGGCTCAGAAC AGC AGG ATCC AGCAACTCTTCC ACAAGGTGGCCC AGC A 420 

GCAGCGGCACCTGGAGAAGCAGCACCTGCGAATTCAGCATCTGCAAAGCCAGTTTGGCCT 480 

CCTGQACCACAAGCACCTAGACCATGAGGTGGCCAAGCCTGCCCGAAGAAAGAGGCTGCC 540 

CGAGATGGCCCAGCCAGTTGACCCGGCTCACAATGTCAGCCGCCTGCACCATGGAGGCTG 600 

GACAGTAATTCAGAGGCGCCACGATGGCTCAGTGGACTTCAACCGGCCCTGGGAAGCCTA 660 

CAAGGCGGGGTTTGGGGATCCCCACGGCGAGTTCTGGCTGGGTCTGGAGAAGGTCCATAG 720 

CATCACGGGGGACCGCAACAGCCGCCTGGCCGTGCAGCTGCGGGACTGGGATGACAACGC 780 

CGAGTTGCTGCAGTTCTCCGTGC ACCTGGGTGGCGAGGACACGGCCTATAGCCTGCAGCT 840 

CACTGCACCCGTGGCCGGCCAGCTGGGCGCCACCACCGTCCCACCCAGCGGCCTCTCCGT 900 

ACCCTTCCCCACTTGGGACCAGGATCACGACCTCCGCAGGGACAAGAACTGCGCCAAGAG 960 

CCTCTCTGGAGGCTGGTGGTTTGGCACCTGC AGCC ATTCC AACCTCAACGGCCAGTACTT 1020 

CCGCTCCATCCCACAGCAGCGGCAGAAGCTTAAGAAGGGAATCTTCTGGAAGACCTGGCG 1080 

GGGCCGCTACTACCCGCTGCAGGCCACC ACC ATGTTGATCCAGCCC ATGGC AGCAGAGGC 1140 
AGCCTCCTAG 1150 (SEQ ID NO: 56) 



Protein sequence for CG57051-03. 
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msgap?agaIlmlcaatavllsaqggpvqsksprfaswdemnvlahgllqlgqglrehae 60 

ptp^O^SA^RRLSACGSACOGTEGSTDLPLAPESRVDPEVLHSLQTQLKAQNSRIQQLF 120 
HKVAQQQRMl,t,KUHi,KX«n y J* ot ,_„__„__ 1t _ T .pvvHSTTGDRNSRLAVQLR 240 



LHHGGWTVIQRRHDGSVDFNRPWEAYKAGFGDPHGEFWLGLEKVHSITGDRNSRLAVQLR 

SdSSfs^ggedtayswltapvagqi^ativppsglsvpfpt^dh™ 300 

ScAKSLSGGWWFGTCSHSNLNGQYFRSIPQQRQKLKKGIFWKTWRGRYYPLQATTMLIQ 
PMAAEAAS 368 (SEQ ID NO: 57) 



TRA 1677606vl 
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